Additional file 2: Table S2. Information on microsatellite loci used for the genotyping of

Aedes albopictus populations. Abbreviations: F, forward; R, reverse.

Marker Sequence Sizezbr;)nge Dye Multiplex QI(JS'r\]At)ity References
Aealbmic3 E:: é%%g?ﬁ%ﬁg?gﬁ?ﬁggg 206-238 VIC M1 2 [1]
pentmics |7 SATSSTCCTATTIOSON [ s | ver | | | oo
Aealbmic8 E:: TCTGGGTGTTGTTCTCCEAGCTTT ETTGTEAngi 225-235 | 6FAM M1 6 [1]
s |EASATCIOTCOONGOTICE | ioass | et | | 2 | @
awiss | TICASTOSOTOTIATSRS a | o e | w | 2 | @
peattmics | ATCGCBGGTTTICTATICCT 217 | Nep | w2 | 16 |
peattmics | F: AACCCATCGAACACAGAAGG s | eraM | M2 | 16 |
peattmicy | F: ATAGACGGGAGTCGGTTCCT w025 | per | w2 | 16 |
peattmicts | TCACACCATGGTCAAAGCAT watss | vic | w2 | 25 |
s | IoTeTeCSTTeTecTe s | v | we | 25 | @
pealomica | K ACGATGCGTAACCATICGAT 100103 | PET | M3 | 25 |
pealtmico | ¥/ CCOATGACAGTGGAACAAGA s | vie | owe | 12 | @
peatomicto | K ATCOCCTTCACTCTTCTTCG s | eaM | Ms | 4 | o
peatmicty | F: CTCTBCGTTCCGGTTCTATE s | vic | ms | 7 | m
peatomict | F ACAGCCCTOGAARAGAGAGC sese | Neo | M | s |
peaomicts | CACAACAACGAGAGTGTCCAA | p1gny | gpam | M3 | 56 | [
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