
Additional file 2: Table S2. Information on microsatellite loci used for the genotyping of 

Aedes albopictus populations. Abbreviations: F, forward; R, reverse.  
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Marker Sequence 
Size range 

(bp) 
Dye Multiplex 

Quantity  

(µM) 
References 

Aealbmic3 
F: ACCATACAGCCTGGAGTTCG 

R: GGGGTTGTGTGAATTGTCGT 
206-238 VIC M1 2 [1] 

Aealbmic6 
F: GATGGTCCGTATTTGGGTTG  

R: ATCTTCACTCATCCGCCATC 
248-269 PET M1 4 [1] 

Aealbmic8 
F: TTGTTGTTCGGTTGTTGTTTG  

R: CGGGTTCCAACTATGTACGA 
225-235 6FAM M1 6 [1] 

Albtri3 
F: AGATGTGTCGCAATGCTTCC  

R: GATTCGGTGATGTTGAGGCC 
119-131 PET M1 2 [2] 

Albtri45 
F: TTTCAGCTCGGTGTTATGGC  

R: TGATGTTGATGATGATGACTACGA 
116-133 6FAM M1 2 [2] 

Aealbmic4 
F: ATCGCGGGTTTTCTATTCCT  

R: ATCAACGAAACCGAAAGCAT 
172-187 NED M2 1.6 [1] 

Aealbmic5 
F: AACCCATCGAACACAGAAGG  

R: GTACGGTTGACTCGCTGTGA 
148-222 6FAM M2 1.6 [1] 

Aealbmic7 
F: ATAGACGGGAGTCGGTTCCT  

R: TCCAACCGCTAGTGTCATCA 
200-215 PET M2 1.6 [1] 

Aealbmic13 
F: TCACACCATGGTCAAAGCAT  

R: TGCTGAGTTGAATGGAAACG 
142-155 VIC M2 2.5 [1] 

Albdi6 
F: TCTTCATCTACGCTGTGCTC  

R: GACGCCAATCCGACAAAGTC 
259-276 VIC M2 2.5 [2] 

Aealbmic2 
F: ACGATGCGTAACCATTCGAT  

R: AACACCGCCGAATATGAAAC 
190-193 PET M3 2.5 [1] 

Aealbmic9 
F: GCGATGACAGTGGAACAAGA  

R: GCTTGGCAGGGAACAAATTA 
133-147 VIC M3 1.2 [1] 

Aealbmic10 
F: ATCGCCTTCACTCTTCTTCG  

R: CCAATCCTGAGCCGTACATT 
171-182 6FAM M3 4 [1] 

Aealbmic11 
F: CTCTGCGTTCCGGTTCTATC  

R: AGGCAACCTCTCGAATGAAA 
213-234 VIC M3 7 [1] 

Aealbmic12 
F: AGAGCCCTCGAAAAGAGAGC  

R: AGCACTCATTCTTGGCTTGG 
158-184 NED M3 3 [1] 

Aealbmic16 
F: CACAACAACGAGAGTGTCGAA  

R: CCGAGGGCAACACGATATAC 
218-250 6FAM M3 5.6 [1] 


